Does Wot CompSy 
fiorrsc&d r : -ke!te Nesdsd 



mTM „ DATE: 12/26/2002 



4 <110> APPLICANT: Dranoff, Glenn 

5 Schmol linger, Jan 

6 Hodi, F. Stephen 

C -> 14 <140> CURRENT APPLICATION NUMBER: US/09/7 62, 577A 
C~> IA <141> CURRENT FILING DATE: 2002-08-29 

14 <150> PRIOR APPLICATION NUMBER : 60/095,7 66 

15 <151> PRIOR FILING DATE: 1998-08-07 
17 <160> NUMBER OF SEQ ID NOS: 68 3 n 
19 <170> SOFTWARE : FastSEQ for Windows Version 3.0 

ERRORED SEQUENCES 

4 95 <210> SEQ ID NO: 10 
496 <211> LENGTH: 1168 
4 97 <212> TYPE: PRT 
4 98 <213> ORGANISM: Homo sapiens 

500 <400> SEQUENCE: 10 Ser Leu Gln His Gly H is 

501 Asn lie Asp Leu Asp Leu Glu lie vax ^ 15 



fo3 civ Gly Trp Thr Asp =1. »et Ph. Glu » «. Thr Thr Thr Gly - 
£ val Cys Gly S. Asp Glu Asp His MP IU -1 ».l Gl„ Tyr Pro Ser 
W Gly Ash Arc, Trp Thr Phe As„ Pro Ala v,l U. JJr Lys Ma » "« 

508 50 ;j 5 G1 Gly G iy Thr Ser Gin 

509 Val Arg Ser Gly Asp Ala Ala Gin Gly Ala Glu biy gQ 

510 65 1° „.i n n val Cvs Tvr Asp Leu Glu Arg He 

511 Phe Gin Val Gly Asp Leu Val Gin Val Cys lyr P ^ 

512 85 „, „. r1 „ r1n TrD Ala Glu Ala Met Leu Pro 

513 Lys Leu Leu Gin Arg Gly His Gly Glu Trp Aia ^ 

\\l Thr Leu Gly Lys val Gly Ar g val Glu Glu He Tyr Ser Asp Ser Asp 
J" Leu Lys v,l Glu Val Cys Gly Thr Ser Trp Thr Tyr Asn Pro Al, Al, 

518 130 , „ riv «?« Ala He Ser Asn Ala Ser Gly 

519 Val Ser Lys Val Ala Ser Ala Gly Ser Ala lie a ^ 

520 145 150 Tpu phe Giu Thr Gin Glu Ser 

521 Glu Arg Leu Ser Gin Leu Leu Lys Lys Leu. Phe wu ^ 

165 1/0 
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DATE: 12/26/2002 
SyPSS^SST «,0./7«..m «*: 13:32:08 

621 Leu Phe Ser Arg «- Lys Arg *- IU y - - Glu Ser £ 

Gin Phe Gin Gly Asp Glx Glx Thr Arg Lys Gly Lys *^e ^ 

L Giy Gi n z Lys *, - - - - Trp : 

g ser iaiVe Lys Lys ^qjq - ^ Tear ^ ^ ^ 0 r 1* ^ 

-> « ne 5 - - Giy r m - - ^ ^ - » 

^ ser Glu ^Leu P he Ser Phe £ -P -I His SerUe Pro 

ne cys - le AS n - 52?*. - - s.r r :: 

S cys Ue Se^Glx Phe «. - Cys.u - ^ 

638 i° 90 p h e His Tyr Leu Pn^Leu Tyr Ser ^ Cys Tyr Lys£u 

639 Pro Tyr Phe Hx. Tyr „ 

E ' _> «4i Asn Ser Leu Ser Val Tyr Thr Tyr Gly Glx Gly Tyr Tyr ^ 

« p ArfHis Giy Gin Glx P-Asn Tyr Lys Tyr Phe Ar g 

64 , Gin Gin Tyr P-Arg 1150^ ^ 

L ys Ser Asp Gin Asp Met Tyr Ag , Asn Cys ^ 

1510 <210> SEQ ID NO: 40 «\\ "V 

1511 <211> LENGTH: 309 1 ^ 

1512 <212> TYPE: DNA (V ^ 
1^13 <213> ORGANISM: Homo sapiens / 

1513 <<ji^ _ lc , Mrr . a0 ^ aaaaaagcag *° 



120 

180 



Til3 <213> untartWA^"-" • - 

US 'SLSTSE^- s;- ; ££S SSSS « l8 „ 

-> SI 5» 3== «sss as 
E ..> SS S< £SSS — - 

E— > 15 2 1 gganggcoc 

1533 <210> SEQ ID NO: 42 

1534 <211> LENGTH: 166 ^ 

1535 <212> TYPE: DNA 0^ 

1536 <213> ORGANISM: Homo sapiens X 

_ 55 C-SrS— «™ SSSS 

•i ss ssss see s» s — — . 



60 
120 
166 



1543 <210> SEQ ID NO: 43 

1544 <211> LENGTH: 209 

1545 <212> TYPE: DNA 

1546 <213> ORGANISM: Homo sapiens 



12/26/02 
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DATE: 12/26/2002 
SMScSST US,0 9 /76 2 ,577A TIME: 13:32:08 

E ._> SS Ta^ri^U jjgg- 5225 

r is sssc =5 = :f ™ tacccnt " 9 9 

I:"-? SS gS^ccSn gccccagccn ggcagggac 

16 74 <210> SEQ ID NO: 46 

1675 <2H> LENGTH: 1299 

1676 <212> TYPE: PRT 

1677 <213> ORGANISM: Homo sapiens 

1679 <400> SEQUENCE: 46 Glu prQ phe Pro His Pro Leu 

1680 Met Glu Pro Pro Ser Cys lie ^ v ^ 15 

IS clu Pro Clu Pro Gl, ,1 Ser Al, ^ «. «» - g- ~ S " 

is; « s. «. - * 7o vai Gly Gly ser s* " r 

IS Mg Ite S, - « - - « «* - - £ a Glu ue M9 st9 
IS *, 2. - w ™ - - 5ly Gly cys G1 s y " a PI ° Ala sla if 

15! S. v.l .u L- V,, leu Ser Ala Pro PJe «. «, evs -1 Pro Ala 
IS Pro Gly -V S. ser Gly Gly £ Ser Pro Ser Al. £ « 
IS As„ Pro *. £ - XU - CU. ». «, - Glu Ue Ser «, 
IS «. ne 12 *s„ Ser His Asp «. - T yr ~ - ^ - - - 

IS Ala £ «„ Asp Asp f . £ Ser Glu H« £ CVS -U Vs. PHe ru 
IS E - Asp Pro ser £ Val Pro Asp val .1. ser Ser He Are Ciu 

IS ~ ser Lys Ala IS »er Lys 01. £ - «■ »° ~ £ 

1703 180 ftsn ser Gln Lys Phe Glu Val Leu Tyr Cys Gly 

1704 Glu Asp Ala Phe Tyr Asn Ser Gin Ly ^ 

is .vs v al is ~ - - ss - - •» - x ~ ue z 

IS CVS SS Glu «- - - His Glu Gin Gin Ar 5 U. V, - 

1109 225 "0 Leo Ua ssp leu Glu 

ino Gly Glu Cin Ara JV Pro Asp , 

111 val val val Pro Gly ser Pro Gly Asp Cys Leu Pro ^ 

HI? Gly Th r Asp ?nr His ,eu Gly Leu Pro Ala Civ Ma ser Gin Pro • 

"15 275 a val Cvs ? ll Pro Glu Arg He Leu Glu Asp Ser 

17 16 Leu Thr Ser Ser Arg Val Cys Phe ^ 

"17 290 , rl rin Glu Phe Arg Ser Arg Cys Ser Ser Val Thr 

1718 Gly Phe Asp Glu Gin Gin Glu Phe *rg 



60 
120 
180 
2 09 
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1768 


Ala 


Pro 


Ser 


Phe 


Thr 


Ala 


Pro 


Ser 


Phe 


Leu 


Lys 


Ser 


Phe 


Tyr 


Gin 


Asn 


1769 


705 










710 










715 










720 


1770 


Ser 


Gly 


Arg 


Leu 


Ser 


Pro 


Gin 


Tyr 


Glu 


Asn 


Glu 


He 


Arg 


Gin 


Asp 


Thr ■ 


1771 










725 










730 










735 




1772 


Ala 


Ser 


Glu 


Ser 


Ser Asp 


Gly 


Glu 


Gly 


Arg 


Lys 


Arg 


Thr 


Ser 


Ser 


Thr 


1773 








740 










745 










750 






1774 


Cys 


Ser 


Asn 


Glu 


Ser 


Leu 


Ser 


Val 


Gly 


Gly 


Thr 


Ser 


Val 


Thr 


Pro 


Arg 


1775 






755 










760 










765 








1776 


Arg 


lie 


Ser 


Trp 


Arg 


Gin 


Arg 


He 


Phe 


Leu 


Arg 


Val 


Ala 


Ser 


Pro 


Met 


1777 




770 










775 










780 










1778 


Asn 


Lys 


Ser 


Pro 


Ser 


Ala 


Met 


Gin 


Gin 


Gin 


Asp 


Gly 


Leu 


Asp 


Arg 


Asn 


1779 


785 










790 










795 










800 


1780 


Glu 


Leu 


Leu 


Pro 


Leu 


Ser 


Pro 


Leu 


Ser 


Pro 


Thr 


Met 


Glu 


Glu 


Glu 


Pro 


1781 










805 










810 










815 




1782 


Leu 


Val. 


He 


Phe 


Leu 


Ser 


Gly 


Glu 


Asp 


Asp 


Pro 


Glu 


Lys 


He 


Glu 


Glu 


1783 








820 










825 










830 






1784 


Arg 


Lys 


Lys 


Ser 


Lys 


Glu 


Leu 


Arg 


Ser 


Leu 


Trp 


Arg 


Lys 


Ala 


He 


His 


1785 






835 










840 










845 








1786 


Gin 


Gin 


He 


Leu 


Leu 


Leu 


Arg 


Met 


Glu 


Lys 


Glu 


Asn 


Gin 


Lys 


Leu 


Glu 


1787 




850 










855 










860 










1788 


Gly 


Ala 


Ser 


Arg 


Asp Glu 


Leu 


Gin 


Ser 


Arg 


Lys 


Val 


Lys 


Leu 


Asp 


Tyr 


1789 


865 










870 










875 










880 


1790 


Glu 


Glu 


Val 


Gly 


Ala 


Cys 


Gin 


Lys 


Glu 


Val 


Leu 


He 


Thr 


Trp 


Asp 


Lys 


1791 










885 










890 










895 




1792 


Lys 


Leu 


Leu 


Asn 


Cys Arg 


Ala 


Lys 


lie 


Arg 


Cys 


Asp 


Met 


Glu 


Asp 


He 


1793 








900 










905 










910 






1794 


His 


Thr 


Leu 


Leu 


Lys 


Glu 


Gly 


Val 


Pro 


Lys 


Ser 


Arg 


Arg 


Gly 


Glu 


He 


1795 






915 










920 










925 








1796 


Trp 


Gin 


Phe 


Leu 


Ala 


Leu 


Gin 


Tyr 


Arg 


Leu 


Arg 


His 


Arg 


Leu 


Pro 


Asn 


1797 




930 










935 










940 










1798 


Lys 


Gin 


Gin 


Pro 


Pro Asp 


He 


Ser 


Tyr 


Lys 


Glu 


Leu 


Leu 


Lys 


Gin 


Leu 


1799 


945 










950 










955 










960 


1800 


Thr 


Ala 


Gin 


Gin 


His 


Ala 


He 


Leu 


Val 


Asp 


Leu 


Gly 


Arg 


Thr 


Phe 


Pro 


1801 










965 










970 










975 




1802 


Thr 


His 


Pro 


Tyr 


Phe 


Ser 


Val 


Gin 


Leu 


Gly 


Pro 


Gly 


Gin 


Leu 


Ser 


Leu 


1803 








980 










985 










990 






1804 


Phe 


Asn 


Leu 


Leu 


Lys Ala 


Tyr 


Ser 


Leu 


Leu 


Asp 


Lys 


Glu 


Val 


Gly 


Tyr 


1805 






995 










1000 








1005 






1806 


Cys 


Gin 


Gly 


He 


Ser 


Phe 


Val 


Ala Gly 


Val 


Leu 


Leu 


Leu 


His 


Met 


Ser 


1807 




1010 








1015 








1020 








1808 


Glu 


Glu 


Gin 


Ala 


Phe 


Glu 


Met 


Leu 


Lys 


Phe 


Leu 


Met 


Tyr Asp 


Leu 


Gly 


E~> 1809 


1025 








1030 








1035 






6-1040 


1810 


Phe Arg Lys 


Gin 


Tyr Arg 


Pro 


Asp Met 


Met 


Ser 


Leu 


Gin 


He 


Gin 


Met 


1811 










1045 








1050 








1055 


1812 


Tyr Gin 


Leu 


Ser 


Arg 


Leu 


Leu 


His 


Asp 


Tyr His Arg Asp Leu 


Tyr Asn 


1813 








1060 








1065 








1070 




1814 


His 


Leu 


Glu 


Glu 


Asn 


Glu 


He 


Ser- 


Pro Ser Leu Tyr Ala Ala 


Pro 


Trp 


1815 






1075 








1080 








1085 






1816 


Phe 


Leu 


Thr 


Leu 


Phe 


Ala 


Ser 


Gin 


Phe Ser Leu Gly 


Phe Val Ala Arg 
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RAW SEQUENCE LISTING ^ttmf ^13^32^08^ 

PATENT APPLICATION: US/09/762 ,577A TIME: 13.32.08 

Input Set : A:\pto.vsk.txt 

Output Set: N:\CRF4\12262002\I762577A.raw 

,„„ 109 o 1095 1100 

me ».l Phe Asp He lie Phe Leu Gin Gly Thr He Phe Lys^ 

,_> S^U. *. Leu Leu "er'se, Gin Glu Thr u. Ue Met si, Cys Glu 

1125 1130 iiJJ 

1822 Ser Phe Glu Asn lie Val Glu Phe Leu Lys Asn Thr Leu Pro Asp Met 
1 1 d n 1145 xxou 

Asn Thr Ser Glu Met Glu Lys lie lie Thr Gin Val Phe Glu Met Asp 
lfl0 r . i 155 1160 llbb 

i 8 826 lie Ser Lys Gin Leu His Ala Tyr Glu Val Glu Tyr His Val Leu Gin 

1R97 1170 I* 75 11 . , 

llll Asp Glu Leu Gin Glu Ser Ser Tyr Ser Cys Glu Ser Glu Thr^ 
E__> G^Lys Leu Glu Arc, A^Asn Ser Gin LeuLys Arg Gin Asn Met** 

llll T - T .-., r.i„ ,.„ s Jiu 5 Gln Val Ala His Thr Lys lie Gin Ala Leu Glu 



1832 Leu Leu Glu Lys Leu Gin Val Ala 

1833 1220 



1225 1230 



1834 Ser Asn Leu Glu Asn Leu Leu Thr Arg Glu Thr Lys Met Lys Ser Leu 
ift-^ 1235 1240 !245 

1836 lie Arg Thr Leu Glu Gin Glu Lys Met Ala Tyr Gin Lys Thr Val Glu 

1BT7 1250 I 255 12 

Is's Gin Leu Arg Lys Leu Leu Pro Ala As P Ala LeuMa Asn Cys Asp^Leu^ 

E - _> Leu'Leu Arg Asp Leu As^Cys Asn Pro Asn Asn Lys Ala Lys lie Gly 

1285 1290 



1841 

1842 Asn Lys Pro y 

1969 <210> SEQ ID NO: 49 \\ 

1970 <211> LENGTH: 226 \ ^&-\ 

1971 <212> TYPE: DNA |i - 

1972 <213> ORGANISM: Homo sapiens / ^ 

S 7 7 4 5 "t^ggatfcfcccc'ccag ggtgtctggt ggcaggcctg tgcctatccc toctgtcccc 60 
197 6 agggtgggcc ccgggggtca ggagctccag aagggccagc tgggcatatt ^gjgattgg 120 
E--> 1977 coatcagcco ccatttctgc tgcaaacctg gtcagagcca gtnttcontc catgggacct ibu 
1978 aaagacagtg ccaagtgcct gcaccgtgga ccacagccga gccact 

2262 <210> SEQ ID NO: 62 

2263 <211> LENGTH: 607 

2264 <212>.TYPE: DNA 

2265 <213> ORGANISM: Homo sapiens 

2268 ISrtcagcaf gagaftatgt gaatatgttt atttaggttt aacttacttc ttactatata 60 

2269 qat^tggctt Stttttaia ataacaactg atatatgatt cacaaaaaag cagagaagag 120 

2270 III a 525 agagagaaat ggagaaagag aagaaaaaag ggataaagaa gaaagagag 

2271 aaagagaata ccattctcta aaggaagagg tgcagaaaat tccattatcc "tcttctcg 

22 2 atcatgcctt gtatgattgg cagccaaact agcccactgt saaacccaac gtttgcttcc 300 

2273 agatgaagat gtgccttcct ctgagtggtg aaatccagat gtagtcagtg J"«ctttc 3bO 

2274 ttccattact gctgcagcag aactgagagc ccaatctttt attagatctt tatgtttttc 420 

2275 g tgataLa ggcStaSta? aatccgattg tcatctactc caaacacaac ^tggtctg 

2276 atgctttcag tagccggacc tctgtagctt ttgtgttcga atggtggcgt ctaagtgttc 
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DATE: 12/26/2002 
9 - 9t « 9 c ta==,c,cc, ««« c 5 «c t e tg a atc,e« 9 c 9 600 



2277 

— > 2278 tncatca 

2280 <210> SEQ ID NO: 63 ^ 

2281 <211> LENGTH: 402 m tT 
2282 



E — > 



<212> TYPE: DNA 
2283 <213> ORGANISM: Homo sapiens ✓ 

2285 <400> SEQUENCE: 63 annaaataa& taaaftgttaa aaaatcaagc aacttctgct 60 

2286 ggcagagcac agaceaagcc aggagatgga gt acttatac cattgagtta 120 

2287 a?tt?tgaaa aggataatga tgatgacca. a^aca^ J aaataattga 10 

2288 gagaatccca acagtgagga agtggaagca agaaaa y tattggagag 240 

2289 aa'tttgagtg tgatcttagt tf f f SLgggttt tattagggaa 300 

S ISHi HS EliH is. r-~ ~- ' * 

2294 <210> SEQ ID NO: 64 

2295 <211> LENGTH: 607 

2296 <212> TYPE: DNA ✓9^' 

2297 <213> ORGANISM: Homo sapiens 

2299 <400> SEQUENCE: 64 at-ttaaattt aacttacttc ttactatata 60 

2300 ttttcagcat gagaatatgt J£tatgttt cacaaaaaag cagagaagag 120 

2301 gatttggctt gttttttata ataacaactg at« y ggata aagaa tgaaagagag 180 

2302 taagagaaag agagagaaat ggagaaagag ^gaaaaaag gg « tttcttcttg 240 

2303 aaagagaata ccattctcta aaggaagagg tgcagaaajt tcca gtttgct tcc 300 

2304 atcatgcctt gtatgattgg cagccaaact agcccactgt J gt tttctttc 360 

2305 agatgaagat gtgccttcct ctW^tg attagatctt tatgtttttc 4 0 

35 5SS =S5 ™ ^jjjjjj « 
SSSS3 SSS5 -™ atcacttgcg 600 



600 
607 



2308 
2309 

E — > 2310 tncatca 

2312 <210> SEQ ID NO: 65 . 

2313 <211> LENGTH: 317 Qp* 

2314 <212> TYPE: DNA ts 

2315 <213> ORGANISM: Homo sapiens 

2317 <400> SEQUENCE: 65 ^ Mtaoaa agcggantag nggccccgga gcncgaccgc 60 

E ~> 2318 tggggcgtgt gtggaanaac Jttjnjooo JWJ ggt gggggga ggacggcgtg 120 
B-> 2319 agcggcanan cgacaacagc ^cgacgacg * 9 ^ ^ cggtccctct ctccacggta 180 
E~> 2320 cgagagactc acgggacgcg "^cccgo J J agaaaa tgag cttaacatcc 240 

2321 aggggatgac gtagctttgc "aagactta M cacgagaaat gatttttgtt 300 

2322 tggtttttgg tgagcagtgg aggcactcgc cacagy y 317 

2323 ggaaaaaatg actgtga 

2473 <210> SEQ ID NO: 68 

2474 <211> LENGTH: 2349 

2475 <212> TYPE: PRT 

2476 <213> ORGANISM: Homo sapiens 

%\ ^XVl* *» Gin Va! «. CI. «. •* «» -> « ^ 
?,S i f» W -r vL Oln As„ Ly. ^ BU Lys P*e Leu Ala Asp a- 
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KJKSSeSET US/09/762.S77A TIME: 13:32:08 



810 815 



2580 , 8 ° 5 - ln Gly Ile L eu Glu Arg Ser Glu Thr Glu 

2581 Thr Asn Leu Gin Thr He Gin Gly lie 83Q 

2582 820 c Gln Ile Glu Lys Leu Glu His Glu Ile 

2583 Thr Lys Gin Arg Leu Ser Ser Gin lie ^ 

£5 ~ His E - - « - ~ JS G1 " ™ 

55? u. S « 9 - - Asp L m - u. Th, «. «, .m - 

2588 865 870 „. Tpu Asn Thr L ys Glu Leu Leu Lys Asn 

2589 Asp Thr Glu Thr Asn Leu His Leu Asn Thr y ^ 

2590 „ A la Thr Leu Lys Gin His Leu Ser Asn Met Glu 

2591 Ala Gin Lys Glu Ile Ala Thr Leu ^y 91Q 

2592 900 c r . - pr Ser Gln Ar g Thr Gly Lys Gly Gin Pro 

2593 Val Gln Val Ala Ser Gln Ser Ser Gin a g ^ 

2594 915 „ a«o Val ASP Asp Leu Val Ser Gln Leu Arg Gln Thr 

2595 Ser Asn Lys Glu Asp Val Asp Asp ^ 

2596 930 T yj3 . Ar „ Leu Lys Thr Ser Thr Ser 

2597 Glu Glu Gln Val Asn Asp Leu Lys Glu Arg Leu ^ 

llll Asn Val Glu Gln Tyr III Ala Met Val Thr Ser Leu Glu Glu Ser Leu 
2 2 6 6 °0°1 Asn Lys Glu Lys £ Val Thr Glu Glu Val Arg Lys Asn lie Glu Val 

2602 980 e _. a rlu phe Gln Thr Gln Leu Glu Lys Lys Leu 

2603 Arg Leu Lys Glu Ser Ala Glu Phe Gin 1005 

2604 M J'? Glu Lvs Glu Lys Gln Glu Leu Gln Asp Asp Lys Arg Arg 

2605 Met Glu Val Glu Lys fciu uy* 1Q20 

2606 1010 " ln Leu ser Glu Leu Lys Lys Thr Leu 

2607 Ala lie Glu Ser Met Glu Gln Gln Leu ^ 

feu! Sefser Val Gln Asn Glu Val Gln Glu Ala^Leu Gln Arg Ala Ser^Thr 
\Z Ala Leu Ser Asn G^Gln Gln Ala A.Arg Asp Cys Gln G.Gln Ala 

2612 106 ° a . Asn L ys Tyr Glu Arg Glu Leu Met Leu 

2613 Lys He Ala Val Glu Ala Gln Asn Lys y 1085 

2614 1 ! 75 , val Glu Ala Leu Gln Ala Ala Lys Glu Gln Val Ser 

2615 His Ala Ala Asp Val Glu Ala Leu ^ qq 

S" «. - ™ L » 1 ' ° 1U ^ ^ 

-> r 6 " =i„ ~ ». ""cy S ». ~™ giu ™ f^r 

2620 l} 25 u», q Pr Lvs Cys Val Cys Arg Cys Glu Asp Leu 

2621 Met Leu Lys Asp Glu Val Ser Lys Cys^ n50 

2622 1140 T .„„ His AsD Gln Ile Glu Lys Leu Ser Asp 

2623 Glu Lys Gln Asn Arg Leu Leu Hxs^Asp ^ 

Lys Val Va 5 l 5 Ala Ser Val Lys Glu Gly Val Gln Gly^o Leu Asn Val 
£! ser LeuV Glu Glu Gly Lys Ser Gln Glu GlnUe Leu Glu II,* 
E -> 2628 1185 1190 
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SSSt'Sti S;^cS.xmSUn« 5 ™.». 

2629 M M ,u «, ^ - - - - So"" ™ PC 

Ma «. V* 0,0 -Leu Ar, ^ Jg - «- ~ Glu -Leu " 

ss «, - u. 2V* - - a - - ~ Bla - 15 G1 ° ; 

v. «n is 5 -. - «• »<> - - - is So Gi ° Leo Bet Lys 

is - - - «« - - - - Gl - sr Lys B8t " r 0 

2638 1265 " n„ Gin Asp Leu Gin Gin Met Gin Ala Lys 

2639 Glu Glu Lys Glu Arj j I*» Glu Gin Asp I 95 

2640 1285 a „ Tlp . eu pro Leu Gin Glu Ala Asn Ala 

2641 Val Arg Lys. Leu Glu Leu Asp He Leu Pro m0 

2642 1300 ^ 61B Ala Glu Lys Lys Leu Leu 

2643 Glu Leu Ser Glu Lys Ser Gly Met u ^ 

j ,s; «. sr«. « ~ « ~ «« - ^ Leo ~ 5 "«fc 

> fell £ - ~ «. ^Ar, - Gin g. - ~ Glu - 

5S! u,* S 5 ". - - «r M * s " ~ »" 

"* ;? 9 ° G ln Ser Leu Lys a A=P Leu Asn Lys V.l M9 ™r 

2653 Git. Asn UU He Git, Ser Leu Lys 140 5 

SS Glu Lys G^Thr U. Lys As P Leu As P Ala LysUe He As P le 

S? Cin r L ys Val Lys Thr Ue - - Val Lys.s Ue Gi y Arg Ar^ 

-> 2658 1425 l«° Glu Leu Lys Ala G m Gin Asp Lys Val Met 

2659 Tyr Lys Thr Gin Tyr Glu wu 145 5 

2660 , i % er Ser Gly Asp His Gin Glu Gin His Val Ser 

2661 Glu Thr Ser Ala Gin Ser Ser Gly asp 147Q 

2662 Glu Leu Lys Glu Thr Leu Asn Gin Ala Glu Thr 

2663 Val Gin Glu Met Gin Glu Leu Lys 1485 

S£ Lys ser L^Ser Leu Glu Ser Gin Val Glu Asn Leu.n Lys Thr Leu 

|S ser r Lys Glu Thr Glu Ala Arg Asn Leu G.Glu Gin Thr Val ^ 

-> 2668 1505 1510 ^ ^ Gln Asp ^ Ihr 

2669 Leu Gin Ser Glu Leu Ser Arg 1 535 

9670 1525 ^ tip Thr Glu Lys Glu Glu Lys 

2671 Thr Gin Glu Glu Gin Leu Arg Gin Gin He Thr G ^ 

2672 ^ 4 °Ti e Val Ala Ala Lys Ser Lys lie Ala His Leu Ala 

2673 Thr Arg Lys Ala lie Val Ala Aia y 1565 

If/, ay v,! ^ «• - £ «" - S1 " SS.T "' G1 " 

£5 asn GlyVa Leu Asp Gl, Gin Ly, Asp Glu Leu Asp V,l Are He ». 
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Output Set: N:\CRF4\12262002\l762577A.raw 

E — > 2678 1585 1590 1595 *L600 

2679 Ala Leu Lys Ser Gin Tyr Glu Gly Arg lie Ser Arg Leu Glu Arg Glu 

2680 1605 1610 1615 

2681 Leu Arg Glu His Gin Glu Arg His Leu Glu Gin Arg Asp Glu Pro Gin 

2682 1620 1625 1630 

2683 Glu Pro Ser Asn Lys Val Pro Glu Gin Gin Arg Gin He Thr Leu Lys 

2684 1635 1640 1645 

2685 Thr Thr Pro Ala Ser Gly Glu Arg Gly He Ala Ser Thr Ser Asp Pro 

2686 1650 1655 1660 

2687 Pro Thr Ala Asn He Lys Pro Thr Pro Val Val Ser Thr Pro Ser Lys 
E— > 2688 1665 1670 1675 *1680 

2689 Val Thr Ala Ala Ala Met Ala Gly Asn Lys Ser Thr Pro Arg Ala Ser 

2690 1685 1690 1695 

2691 He Arg Pro Met Val Thr Pro Ala Thr Val Thr Asn Pro Thr Thr Thr 

2692 1700 1705 1710 

2693 Pro Thr Ala Thr Val Met Pro Thr Thr Gin Val Glu Ser Gin Glu Ala 

2694 1715 1720 1725 

2695 Met Gin Ser Glu Gly Pro Val Glu His Val Pro Val Phe Gly Ser Thr 

2696 1730 1735 1740 

2697 Ser Gly Ser Val Arg Ser Thr Ser Pro Asn Val Gin Pro Ser He Ser 
E — > 2698 1745 1750 1755 el760 

2699 Gin Pro He Leu Thr Val Gin Gin Gin Thr Gin Ala Thr Ala Phe Val 

2700 1765 1770 1775 

2701 Gin Pro Thr Gin Gin Ser His Pro Gin He Glu Pro Ala Asn Gin Glu 

2702 1780 1785 1790 

2703 Leu Ser Ser Asn He Val Glu Val Val Gin Ser Ser Pro Val Glu Arg 

2704 1795 1800 1805 

2705 Pro. Ser Thr Ser Thr Ala Val Phe Gly Thr Val Ser Ala Thr Pro Ser 

2706 1810 1815 1820 

2707 Ser Ser Leu Pro Lys Arg Thr Arg Glu Glu Glu Glu Asp Ser Thr lie 
E — > 2708 1825 1830 1835 el840 

2709 Glu Ala Ser Asp Gin Val Ser Asp Asp Thr Val Glu Met Pro Leu Pro 

2710 1845 1850 1855 

2711 Lys Lys Leu Lys Ser Val Thr Pro Val Gly Thr Glu Glu Glu Val Met 

2712 1860 1865 1870 

2713 Ala Glu Glu Ser Thr Asp Gly Glu Val Glu Thr Gin Val Tyr Asn Gin 

2714 1875 1880 1885 

2715 Asp Ser Gin Asp Ser lie Gly Glu Gly Val Thr Gin Gly Asp Tyr Thr 

2716 1890 1895 1900 

2717 Pro Met Glu Asp Ser Glu Glu Thr Ser Gin Ser Leu Gin lie Asp Leu 
E— > 2718 1905 1910 1915 <>1920 

2719 Gly Pro Leu Gin Ser Asp Gin Gin Thr Thr Thr Ser Ser Gin Asp Gly 

2720 1925 1930 1935 

2721 Gin Gly Lys Gly Asp Asp Val lie Val lie Asp Ser Asp Asp Glu Glu 

2722 1940 1945 1950 

2723 Glu Asp Glu Glu Asp Asp Asp Asp Asp Glu Asp Asp Thr Gly Met Gly 

2724 1955 1960 1965 

2725 Asp Glu Gly Glu Asp Ser Asn Glu Gly Thr Gly Ser Ala Asp Gly Asn 

2726 1970 1975 1980 
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2727 Asp Gly Tyr Glu Ala Asp Asp Ala Glu Gly Gly Asp Gly Thr Asp Pro 

2728 1985 1990 1995 <200< 

2729 Gly Thr Glu Thr Glu Glu Ser Met Gly Gly Gly Glu Gly Asn His Arg 

2730 2005 2010 2015 

2731 Ala Ala Asp Ser Gin Asn Ser Gly Glu Gly Asn Thr Gly Ala Ala Glu 

2732 2020 2025 2030 

2733 Ser Ser Phe Ser Gin Glu Val Ser Arg Glu Gin Gin Pro Ser Ser Ala 

2734 2035 2040 2045 

2735 Ser Glu Arg Gin Ala Pro Arg Ala Pro Gin Ser Pro Arg Arg Pro Pro 

2736 2050 2055 2060 

2737 His Pro Leu Pro Pro Arg Leu Thr He His Ala Pro Pro Gin Glu Leu 

2738 2065 2070 2075 *208l 

2739 Gly Pro Pro Val Gin Arg He Gin Met Thr Arg Arg Gin Ser Val Gly 

2740 2085 2090 2095 

2741 Arg Gly Leu Gin Leu Thr Pro Gly He Gly Gly Met Gin Gin His Phe 

2742 2100 2105 2110 

2743 Phe Asp Asp Glu Asp Arg Thr Val Pro Ser Thr Pro Thr Leu Val Val 

2744 2115 2120 2125 

2745 Pro His Arg Thr Asp Gly Phe Ala Glu Ala He His Ser Pro Gin Val 

2746 2130 2135 2140 

2747 Ala Gly Val Pro Arg Phe Arg Phe Gly Pro Pro Glu Asp Met Pro Gin 

2748 2145 2150 2155 42161 
274 9 Thr Ser Ser Ser His Ser Asp Leu Gly Gin Leu Ala Ser Gin Gly Gly 

2750 2165 2170 2175 

2751 Leu Gly Met Tyr Glu Thr Pro Leu Phe Leu Ala His Glu Glu Glu Ser 

2752 2180 2185 2190 

2753 Gly Gly Arg Ser Val Pro Thr Thr Pro Leu Gin Val Ala Ala Pro Val 

2754 2195 2200 2205 

2755 Thr Val Phe Thr Glu Ser Thr Thr Ser Asp Ala Ser Glu His Ala Ser 

2756 2210 2215 2220 

2757 Gin Ser Val Pro Met Val Thr Thr Ser Thr Gly Thr Leu Ser Thr Thr 

2758 2225 2230 2235 <-2241 

2759 Asn Glu Thr Ala Thr Gly Asp Asp Gly Asp Glu Val Phe Val Glu Ala 

2760 2245 2250 2255 

2761 Glu Ser Glu Gly lie Ser Ser Glu Ala Gly Leu Glu lie Asp Ser Gin 

2762 2260 2265 2270 

2763 Gin Glu Glu Glu Pro Val Gin Ala Ser Asp Glu Ser Asp Leu Pro Ser 

2764 2275 2280 2285 

2765 Thr Ser Gin Asp Pro Pro Ser Ser Ser Ser Val Asp Thr Ser Ser Ser 

2766 2290 2295 2300 

2767 Gin Pro Lys Pro Phe Arg Arg Val Arg Leu Gin Thr Thr Leu Arg Gin 

2768 2305 2310 2315 *232i 

2769 Gly Val Arg Gly Arg Gin Phe Asn Arg Gin Arg Gly Val Ser His Ala 

2770 2325 2330 2335 

2771 Met Gly Gly Arg Gly Gly He Asn Arg Gly Asn He Asn 

2772 ^ 2340 ^ 2345 
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ggf ^ ZX'^Ts detected in the Seo.ence Listing, 

n!! II <220> to <223> is MANDATORY if n's or Xaa's are present. 
?n <220> to ^section, please explain location of n or Xaa, and which 

residue n or Xaa represents. 

Seq#:24; Xaa Pos. 2,4,7,16 

Seq#:30; Xaa Pos. 9,14,15,20 

Seq#:40; N Pos. 1,80,254,265,275,282,290 304 

Seq#:42; N Pos. 15,22,24,76,77,119,153,163 

Seq#:43; N Pos. 11,90,138,166,185,190,200 

Seq#:49; N Pos. 163,168 

Seq#:62; N Pos. 602 

Seq#:63; N Pos. 35 

Seq#:64; N Pos. 602 

Seq#:65; N Pos. 17,25,37,41,53,68,70,144 
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L-14 M-270 C: Current Application Number differs, Replaced Current Application No 
l":14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:630 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 10 
M:332 Repeated in SeqNo=10 

L-1150 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:24 after pos.:0 
W220 M-341 W: (46) "n" or "Xaa" used, for SEQ ID#:30 after pos.:0 
L-1222 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:30 after pos.:16 
L-1516 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:40 
M:340 Repeated in SeqNo=40 , 

L:1539 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ IDff.4^ 
M:340 Repeated in SeqNo=42 TM , n 
L:1549 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID*. 4 J 
M:340 Repeated in SeqNo=4 3 

L:1809 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 4b 
M:332 Repeated in SeqNo=4 6 T n4t.>iQ 
L-1977 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#.49 
L-2278 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:62 
L-2286 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:63 
L-2310 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:64 
L:2318 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:65 
M:340 Repeated in SeqNo=65 

L:2608 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ lD:b« 
M:332 Repeated in SeqNo=68 
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The Biotechoology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number CT ^fc. Wr) 

Soiree: OTP? - 

DateProcessed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

FORS^K^QUESnONS, PLEASE CONTACT MARK SPENCER, 703-3QM212. 
FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT^ROBEOT WAX^^308-4216. 
PATENTTN 2.1 e-mail help: patin21helpflusptO.gov or 1^™**** ^^a* 
PATENTIN 3.0 e-mail help: patin3helD@usPto.eov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 

S"mm, accessible through the y a patent and 

TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
htt p://www.nspto.gov/web/ofl ices/pac/checker 

Applicants submitting genetic sequence information clectromcally on diskette or CT-Romsho^awaxc 

,. EFS-Bio ^« r Jimm. M l^ ^ ' EFS Submissi0n 

Sequence Information, Crystal Mall One, 191 1 South Clark Street, Arlington, VA 22202 

U S Patent ^Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 

SSfiS^^ 22202 
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